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Abstract

Development of engineered non-pathogenic bacteria, capable of expressing anti-cancer proteins under tumor-
specific conditions, is an ideal approach for selectively eradicating proliferating cancer cells. Herein, using an
engineered hypoxia responding nirB promoter, we developed an engineered Escherichia coli BW25133 strain
capable of expressing cardiac peptides and GFP signaling protein under hypoxic condition for spatiotemporal
targeting of mice mammary tumors. Following determination of the in vitro cytotoxicity profile of the engineered
bacteria, selective accumulation of bacteria in tumor microenvironment was studied 48 h after tail vein injection of
108 cfu bacteria in animals. For in vivo evaluation of antitumoral activities, mice with establishment mammary
tumors received 3 consecutive intravenous injections of transformed bacteria with 4-day intervals and alterations in
expression of tumor growth, invasion and angiogenesis specific biomarkers (Ki-67, VEGFR, CD31and MMP9
respectively), as well as fold changes in concentration of proinflammatory cytokines were examined at the end of
the 24-day study period. Intravenously injected bacteria could selectively accumulate in tumor site and temporally
express GFP and cardiac peptides in response to hypoxia, enhancing survival rate of tumor bearing mice,
suppressing tumor growth rate and expression of MMP-9, VEGFR2, CD31 and Ki67 biomarkers. Applied engineered
bacteria could also significantly reduce concentrations of IL-1β, IL-6, GC-SF, IL-12 and TNF-α proinflammatory
cytokines while increasing those of IL-10, IL-17A and INF-γ. Overall, administration of hypoxia-responding E. coli
bacteria, carrying cardiac peptide expression construct could effectively suppress tumor growth, angiogenesis,
invasion and metastasis and enhance overall survival of mice bearing mammary tumors.
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Introduction
Despite the efficacy of conventional chemotherapeutic
agents in eradicating cancer cells, unacceptable adverse
effects of these compounds, resulted from their non-
selective toxicity toward normal cells has mostly limited
their broad application in clinic and has directed oncolo-
gist toward development of novel interventions with
selective toxicity toward cancer cells. Pursuing this goal
has resulted in development of two new approaches,
namely, molecular targeted therapies and immunother-
apies. The goal of the first approach is to minimize
observed side effects with selective targeting of gene or
proteins, demonstrating unique genetic or epigenetic al-
terations in comparison to normal cells [1–6]. Unfortu-
nately, targeted therapies developed so far, are suffering
from several drawbacks [7, 8]. First of all, these modal-
ities have their own spectra of toxicity, including the
ones related to the normal functions of the targeted pro-
tein [9]. Second, loaded small molecules may not be suf-
ficiently selective toward cancer cells [10, 11]. Third,
application of these approaches is usually associated with
resistant and relapse, owing to the secondary genetical
alterations or selection of a specific group of cancer cells
intrinsically resistance to these cells [1, 3, 4]. Finally,
most of the tumors do not express currently actionable
genetic alterations [12].
On the other side, immunotherapies, including T-cells

reactive toward tumor associated antigens and immune
checkpoint blockers, are other formats of targeted ther-
apies, which have recently shown to effectively prolong
survival rate of patients suffering from advanced meta-
static cancers [13, 14]. Nevertheless, low neoantigen bur-
den of most cancer cells and insufficient infiltration of
immune cells to the tumor site, have mostly restricted
effectiveness of immunotherapies in clinic. Moreover,
the dormant cells residing in low infused and hypoxic
regions of tumors will become dominant following
chemotherapy or radiotherapy which results in clinical
relapse and development of resistance of chemothera-
peutic agents [15, 16]. Therefore, development of a novel
approaches to be selective toward cancer cells and also
effective against those residing in hypoxic areas of tumor
is highly necessary.
Contrary to the conventional non-selective and highly

toxic chemotherapeutic regimens, specific group of an-
aerobic bacteria including Salmonella, E. coli, Clostrid-
ium and Bifidobacterium can preferentially accumulate
in tumor microenvironment, especially, necrotic/hypoxic
regions, and upon proliferation, induce tumoricidal ac-
tivity [17]. In Comparison to other therapeutic modal-
ities, the result of bacterial therapy is not affected by the
genetic background of tumors. Moreover, the anti-
neoplastic effects of bacteria begin from deep hypoxic
regions of tumor and continue through potentiation of

innate and adaptive anti-tumoral effects. Unfortunately,
most of these bacteria are pathogenic for human and
rendering them in to non-toxic forms mostly attenuates
their toxicity against cancer cells [18]. Consequently,
further interventions are required for improving anti-
tumoral activity of these bacteria in their non-
pathogenic form [19].
One of the routine strategies for achieving this goal is

development of genetically modified non-pathogenic
bacteria to synthesize cytolytic proteins (e.g. Staphylo-
coccus aureus alpha hemolysin toxin) or enzymes with
capability of converting non-toxic prodrugs in to cyto-
toxic ones (e.g. E. coli cytosine deaminase, converting 5-
Fluorocytosine in to 5-Fluorouracil) under the control of
stimuli specific for tumor environment [20]. Considering
hypoxic nature of tumor microenvironment, application
of specific promoters capable of controlling gene expres-
sion in response to hypoxia is a practical approach for
developing engineered non-pathogenic bacteria with im-
proved anticancer activity [21]. Recently, Nasr and Eid-
gahi have successfully developed an engineered nirB
promoter which do not possess any responding regions
to nitrites and nitrates, and preferentially and selectively
induce protein expression under hypoxic condition [22].
Cardiac natriuretic peptides (CNPs) are group of pep-

tide hormones, produced by 3 distinct genes which are
stored as prohormones in body. Among them atrial
natriuretic peptide (ANP) prohormone is composed of
four peptide hormones, named based on their sequence
of amino acids beginning from N-terminal, which in-
clude long-acting natriuretic peptide (LANP) comprising
the first 30 amino acids, vessel dilator (VD) comprising
the 31–67 amino acids, kaliuretic peptide comprising
79–98 amino acids and atrial natriuretic peptide (ANP)
comprising 99–126 amino acids of the prohormone [23].
Recently, it has been demonstrated that concentrations
of CNPs are raised in different types of human carcinomas
including invasive squamous cell carcinoma, malignant
pericardial effusion, and small cell lung cancer and admin-
istration of CNPs at concentrations higher than physio-
logic ones [24, 25]. In this context, four cardiac peptides
were capable of inhibiting up to 97% of cancer cell’s
growth in vitro. Moreover, treating human small-cell lung
carcinoma (SCLC) nude mouse with these peptides re-
sulted in suppression of tumor growth in more than 80 %
of cases. Similar results have also been reported by treat-
ing nude mice bearing xerographs of human pancreatic
adenocarcinoma with cardiac peptides. Among these
peptides, VDL appears to hold the strongest anticancer
property, reducing up to 97% of human prostate cancer
cells throughout the first 24 h [26–28].
Considering the brief explanations mentioned above,

in present study was focused on developing a cancer
targeted therapy based on engineered E. coli bacterium

Samadi et al. Journal of Biological Engineering           (2021) 15:20 Page 2 of 15



capable of expressing cardiac peptides under the hypoxic
condition of the tumor.

Material and method
Ethics statement concerning animal work
All animal experiments were complied with the ARRIVE
guidelines and carried out in accordance to the National
Institutes of Health guide for the care and use of Labora-
tory animals (NIH Publications No. 8023, revised 1978).
Mice were euthanized by cervical dislocation following
completion of tests. The whole experiment and proce-
dures included were approved by the ethics committee
of the Iranian academic center for education, culture
and research (ACECR).

Development of plasmid constructs
A polycistronic cassette, expressing KP (60 bp), VDL
(111 bp) and LANP (90 bp) genes in tandem under the
control of synthetic nirB promoter was designed based
on the ANP preprohormone sequence (Genbank acces-
sion number: NP_006163). For visualization of bacteria
in tumor sites, another polycistronic system expressing
green fluorescent protein (GFP) (714 bp) was linked to
the previous cassette through a Lambda transcription
termination sequence. A ribosomal binding site (RBS)
sequence was also included upstream of the GFP and
each of the other three cardiac peptide gene sequences.
To facilitate excretion of expressed cardiac peptides
from bacteria, an immunoglobulin κ chain signal peptide
(IgK) sequence was embedded between RBS and each
one of the gene’s sequences. In the next step, a terminat-
ing codon was located at the end of each gene’s sequence
and a Lambda transcription termination sequence (a rho
independent transcription termination sequence) was allo-
cated between the two polycistronic expressing systems to
separate expression of corresponding mRNAs from each
other. Finally, the whole sequence of the construct, was
codon optimized with OPTIMIZER® online software
(http://genomes.urv.es/OPTIMIZER) and synthesized by
Cinnagen Inc. (Cinnagen Co., Tehran, Iran). DNA se-
quence of the GFP was retrieved from the GFP commer-
cial plasmid pLOX-EWgfp and synthesized by Cinnagen
Inc. The synthesized DNA sequence of GFP was fused to
the rest of the construct by SOEing-PCR. Finally, flanking
sequences of the pET-32 Ek/LIC vector were added to the
endings of the construct performing another round of
PCR and the final construct was cloned into the vector
based on the previously described method [29].

Transformation of the cardiac peptide/GFP expressing
plasmid DNA (pET-CP/GFP)
The rpoS (Am) rph-1 λ − rrnB3 ΔlacZ4787 hsdR514 Δ
(araBAD)567 Δ (rhaBAD)568 rph-1 Escherichia coli
strand, BW25133, was grown in Luria-Bertani (LB)

media at 37 °C until mid-log phase, and then harvested
at 4 °C. After confirmation of correct cloning, pET-CP/
GFP constructs were transformed in to E. coli BW25133
strain using calcium chloride method. Bacteria were then
maintained and selected in LB media applying 50mg/ml
Ampicillin and 10mg/ml tetracycline. Confirming func-
tion of synthetic nirB promoter, bacteria transformed
with pET-CP/GFP were grown overnight on LB medium
containing 50mg/ml Ampicillin and 10 mg/ml tetracyc-
line at 37 °C. The anaerobic condition was induced by
bubbling filtered helium gas through the medium for 10
min. Plates were then completely sealed in a way to
allow no air passage to the medium and incubation con-
tinued for 24 h at 37 °C. Fluorescent microscope imaging
was performed to detect GFP protein expression by bac-
teria at the end of the incubation period.

Toxicity of bacterial secreted cardiac protein on breast
cancer cell line
MCF-7 breast cancer cell line was used for evaluating
the anti-proliferative effects of expressed cardiac peptides.
Briefly, 96 well microtiter plates were inoculated with
200 μL growth media containing a density of 5 × 103 cells
and then incubated for 24 h under 5% CO2 and humidi-
fied condition. Bacteria bearing cardiac peptide construct
and bacteria without construct were grown on LB agar
media under hypoxic condition for 48 h and then, the
filtrate of bacteria growth media was added to the cells
following ultrafiltration (Amicon®, 5 kDa MWCO, Merck,
Darmstadt, Germany) and 24 h dialysis against PBS
(MWCO= 2000Da). After a 48 h exposure period, 10 μL
of 3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyl tetrazolium
bromide (MTT) (Sigma Aldrich) solution with the final
concentration of 0.05mg/mL was added to the media and
following 4 h incubation at 37 °C, whole medium was re-
moved and replaced with 200 μL DMSO to dissolve
water-insoluble formazan salts. The Absorbance was then
read at 570 nm using a 96-well plate spectrophotometer.

Annexin V-FITC/7-aminoactinomycin D (7-AAD) flow
cytometry
Quantification of apoptosis was carried out by flowcytome-
try. Briefly MCF-7 cells were treated with 48 h growth media
of bacteria bearing construct and bacteria without construct
as well as PBS for 48 h and then double stained with
Annexin V-FITC/ 7-AAD. Fluorescence was then detected
with a FACS Calibur flow cytometer (BD Biosciences, USA).
Annexin V+/7-AAD− cells were determined as early and
Annexin V+/7-AAD+ cells as late apoptotic cells.

In vivo breast cancer tumor model
In vivo Breast cancer tumor model was developed based
on a previously established method by Noori et al. [30].
A female BALB/c mouse bearing spontaneous mouse
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mammary tumor (SMMT) was obtained from Iranian in-
stitute of Pasteur (Tehran, Iran). Previous data indicated
that SMMT effectively resembles characteristics of Iran-
ian patient’s invasive ductal carcinoma [31]. SMMT was
then carefully separated, dissected into smaller pieces
with sizes of less than 0.5 cm3 and subsequently, trans-
planted to 6–8 weak old healthy syngeneic BALB/c mice
by surgery. Twelve days after transplantation, when
tumors reached to the size of 500 mm3, doses of 107 and
108 cfu BW25133 bacteria bearing cardiac peptides and
GFP expressing construct, and 108 bacteria without
construct per gram body weight of mice were injected
systemically to each mouse through the tail vein. Mice
in control group received intravenous injections of PBS.
A total of three Injections, each with a 4-day interval
was performed throughout the study. To evaluate the ef-
fect of treatment on suppressing tumor growth, tumor
volume was measured on predetermined intervals ac-
cording to the following formula:

V mm3
� � ¼ a2 � b� 0:5

In which a and b represent the shorter and longer
diameters (mm) of the tumor respectively. The results
were then compared to the PBS and bacteria without
construct receiving groups.

Cytokine/chemokine profile measurement by multiplex
enzyme linked immunosorbent assay (ELISA) array
Alterations in expression of major pro- and anti-
inflammatory cytokines and chemokines was evaluated by
multiplex ELISA kits (Cat No. MEM-004A, Qiagen) 24 days
after injection of engineered bacteria. Briefly, immediately
after completion of treatment period, peripheral blood of
mice treated with either of PBS or 108 cfu bacteria bearing
construct were collected in endotoxin-free EDTA contain-
ing collection tubes (BD Vacutainer Plus, US). Plasma was
then collected by centrifugation of blood samples at
2500×g for 10min and kept at − 80 °C until further use. For
analysis, 50 μL of thawed samples was added to each well of
their respective row. The ELISA procedure was continued
according to the manufacturer’s instructions and at the
end, absorbance of the 96-well plate was read at 450 nm
and 570 nm utilizing a plate reader. For correction of auto-
fluorescence, the 570 nm absorbance was subtracted from
final absorbance readings. Expression of each cytokine and
chemokine was reported as the fold increase above PBS
receiving group levels.

Histological observations and biodistribution of bacteria
in normal and tumor tissues
Biodistribution of bacteria in tumor site and normal tis-
sues was carried out 48 h after tail vein injection of 108

cfu BW25133 bacteria per gram body weight of mice.

Liver, as one of the most abundantly perfused organs of
the body with blood, and tumors were first excised and
fixed in 10% formalin solution. The specimens were then
paraffin embedded, sectioned and stained with gram
stain and visualized under × 100 magnifying lens, using a
light microscope. For counting the number of bacteria
in normal and tumor tissues, samples were carefully
weighed, homogenized in PBS and cultured on LB agar.
Bacterial concentration was determined by counting the
number of CFUs after 24- to 48 h incubation of plates at
37 °C. Pathological sections were also obtained from
specimens and stained with hematoxylin and eosin
(H&E) solution to evaluate cytotoxic damage induced by
cardiac peptides. Presence of E. coli BW25133 in sec-
tions was also confirmed by visualization of GFP under
fluorescent microscope.

In vivo fluorescence reflectance imaging
Fluorescence reflectance imaging was utilized to initially
evaluate whether bacteria could specifically localize in
tumor sites and then to monitor time-course of GFP
expression as the indicator of successful expression of
cardiac peptides in tumor site under hypoxic condition.
Briefly, after intravenous injection of PBS (control
group) or a single dose of 108 cfu/g engineered E. coli
BW25133 strain to the mammary tumor bearing mice,
In vivo live fluorescence reflectance imaging was per-
formed on days 0, 1, 3 and 6 post injection using the Flou-
Vison fluorescence planar imaging system (Tajhizafarinan
Noori Parseh Co., Tehran, Iran). Images from whole body
were taken by placing anesthetized mice in the supine
position, in the center of the imaging cassette, inside the
scanning field of the system. After proper positioning of
animals, the imaging cassette was set to the appropriate
depth to finely confine anesthetized mice. Finally, the
animal body was subjected to the laser beam and emitted
non-uniform fluorescent beams were recorded using a
highly sensitive thermoelectrically cooled CCD camera
located on the same side of the animal.

IHC and histological examination
At the end of the 24-day treatment period, mice receiving
PBS or 108 cfu/g of body weight engineered bacteria were
sacrificed and tumors with equivalent dimentions from
both groups were selected for further immunohistochemi-
cal analyses. Collected tumors were cut in to 7 μm thick
sections on a microtome and stained using anti-Ki67
monoclonal antibody (ab15580, Abcam, USA), a marker
for tumor proliferation; anti-MMP9 monoclonal antibody
(ab38898, Abcam, USA), an enzyme involved in inducing
angiogenesis and metastasis; anti-VEGF receptor 2 mono-
clonal antibody (ab2349, Abcam, USA), a proangiogenic
growth factor; anti-CD31/PECAM-1 monoclonal antibody
(ab24590, Abcam, USA), recognizing platelet–endothelial
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cell adhesion molecule-1 (PECAM-1) expressed on
surface of endothelial cells; anti-CD8 monoclonal antibody
(ab209775, Abcam, USA), an specific marker for cytotoxic
T-cells; anti-CD4 monoclonal antibody (ab221775,
Abcam, USA), an specific marker for helper T-cells; and
their specific horseradish peroxidase-conjugated second-
ary antibodies. Antigen recovery was performed in citrate
buffer pH 6.0 and then blockade of endogenous peroxid-
ase, as well as non-specific proteins was performed by 40
min incubation in 3% of H2O2 and another 40min in 3%
FBS. At the end, tumor sections were incubated with men-
tioned antibodies and extend of antigen expression was
evaluated using horseradish peroxidase (HRP)-conjugated
streptavidin and 2-Solution DAB kit (Life Technologies)
according to the companies’ manual instructions. Finally,
each antigen’s expression level was quantified using
ImageJ software (NIH, Bethesda, MD, USA). Results were
expressed as the mean of at least 5 tumor sections for each
antigen.
H&E staining was also performed for evaluating tumor

infiltrating lymphocytes (TILs) according to the previously
established protocols. Initially, percentage of stromal lym-
phocytes were determined by two separate observers and
then stromal TILs were measured as the percentage of
immune cells with mononuclear immunological infiltrate

characteristics. Findings were classified based on three cut-
off points for TIL proportions including 10, 30 and 50%.

Statistical analysis
Data are represented as mean± standard deviation. Hypoth-
esis testing was carried out applying Student’s t-test and re-
sults were considered to be significant when P < 0.05.
Survival analysis was done by drawing Kaplan–Meier curves
and comparing groups with log-rank test. Hazard ratios were
calculated by performing Cox’s proportional hazards analysis.

Results
Design of construct and expression of cardiac peptides
and GFP
The schematic structure of the construct co-expressing
the cardiac peptides and GFP under the control of
synthetic nirB promoter has been provided in Fig. 1A.
Amplification of cardiac peptides and GFP polycistronic
cassettes was performed by specific sets of primers pro-
vided in Table 1 and confirmed by presence of two sharp
lanes at 750 bp and 850 bp in electrophoresis gels
(Fig. 1B). Performing SOEing PCR with new sets of
primers, the PCR products of previous step were unified
in a new cassette and confirmed by spotting a single
band at 1500 bp in electrophoresis gels (Fig. 1C). Results

Fig. 1 (A) The overall structure of the construct co-expressing the cardiac peptides and GFP under the control of synthetic nirB promoter and
primers for three PCR. (B) results of GFP and Cardiac peptide PCR. Lane 1: the DNA size marker, Lane 2: result of GFP PCR, Lane 3: result of cardiac
peptides PCR, Lane 4: Negative control (C) Result of SOEing PCR. Presence of a single band at 1500 bp in electrophoresis confirmed correct
performance of SOEing PCR. Lane 1: the DNA size marker, Lane 2: result of SOEing PCR Lane 3: Negative control (D) Results of colony PCR,
confirming the presence of constructs in recombinant bacteria. Lane 1: The negative control (prepared PCR mixture applying water instead of
DNA template), Lane 2: the DNA size marker, Lane 3: the positive colonies comprising the cardiac hormone expressing construct
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of colony PCR also confirmed the presence of construct
in recombinant bacteria (Fig. 1D). Following induction
of anaerobic condition, collected supernatant of bacteria
was concentrated by ultrafiltration (MWCO= 5 kDa)
and the filtrate was dialyzed for 24 h against PBS and
then subjected to SDS-PAGE analysis to evaluate expres-
sion of cardiac peptides. As demonstrated in Fig. 2A,
presence of a single band at about 5 kDa confirmed ex-
pression of cardiac peptides. Owing to the very close
molecular weight of the cardiac peptides (KP = 2.1 kDa,
VDL = 3.93 kDa and LANP = 3.4 kDa), three single bands
could have been overlapped together and it is not sur-
prising to observe only one band in SDS-PAGE analysis.
Extracted proteins from cytoplasmic compartment of
bacterial pellets were also subjected to SDS-PAGE ana-
lysis for evaluation of expression of GFP. The band at
27 kDa relates to the molecular weight of GFP which is
absent in the bacterial samples non-transformed with
the cassette (Fig. 2B).

Anti-proliferative and pro-apoptotic effects of bacteria
secreted cardiac peptides
Incubation of MCF-7 human mammary carcinoma cells
with ultra-filtrated and dialyzed growth media of bac-
teria bearing construct under hypoxic condition for a
48-h period, promoted both cell death and apoptosis.
The results of MTT assay demonstrated that administra-
tion of the concentrated and purified cardiac peptides
from engineered bacteria growing medium could reduce
proliferation rate of MCF-7 cells to about 60% of the
non-treated control group which was significantly higher
than those observed with growth media of bacteria
without construct (about 25% inhibition in growth rate;
Fig. 3A). The Annexin-V/7-AAD flow cytometry analysis
also demonstrated that treating MCF-7 cells with the
growth media of bacteria bearing construct could mod-
erately increase rate of apoptosis compare to the growth
media of bacteria without construct and PBS treated
group (Fig. 3B).

Preferential colonization of E. coli BW25113 within tumor
Systemic administration of bacteria in syngeneic mice
bearing spontaneous mammary tumors resulted in elicit
and preferential colonization of bacteria at tumor site.
As depicted in Fig. 4A, bacteria accumulated in tumor
site with an approximately 1000 folds greater density com-
pare to the liver. Furthermore, microscopic examination
of tissue slides also confirmed that E. coli was present in
all analyzed tumors. Accumulation of E. coli BW25113
was more significant at necrotic sites of tumor.

Confirming hypoxia-activated expression of cardiac
peptides following tumor specific accumulation of E. coli
Bw25113 using in vivo fluorescence reflectance imaging
E. coli BW25113 bearing cardiac peptides and GFP
expressing construct and PBS were injected to the mice
and images were collected immediately after and on days
1, 3 and 6 post injection. As depicted in Fig. 4B, no signifi-
cant differences in emitted fluorescent intensity were re-
cordable between two group during the first 24 h of the
injection. On day 3 however, emitted fluorescent from
engineered bacteria injected group was slightly higher
than that of PBS receiving group. On day 6 post injection,
emitted fluorescent from bacteria receiving group reached
to its maximum amount and was completely restricted to
the tumor site. Importantly, Fluorescent intensity of other
organelles remained almost the same between control and
treatment groups during image acquisition period. These
observations further confirmed site specific colonization
of bacteria and expression of GFP as an indicator of
successful expression of construct in hypoxic condition.

Tumor growth suppression potency of bacteria
expressing cardiac protein
Delay in tumor growth was evaluated over a 24-day
period following administration of bacteria bearing con-
struct at concentrations of 107 and 108 cfu/g, bacteria
without construct at concentration of 108 cfu/g and PBS
as the control group. Based on results, the rate of tumor
growth in mice receiving bacteria without cardiac

Table 1 Sets of primer used for amplification of cardiac peptides and GFP constructs, as well as the ones used for SOEing PCR

Sets of primer Sequences (5′→ 3′)

Cardiac peptides amplification Forward:
GACGACGACAAGATGGGCGAATTGAAGCTGCCCTT
Reverse:
TGATTACGCCAAGCTGCCCTT

GFP amplification Forward: AAGGGCAGCTTGGCGTAATCAAAGGAGATATACATATGGTGAGCAAGGGCGAGG
Reverse: GAGGAGAAGCCCGGTTAGTGGTGGTGGTGGTGGTGCTTGTACAGCTCGTCCATGCCG

SOEing PCR Forward:
GACGACGACAAGATGGGC
Reverse:
GAGGAGAAGCCCGGTTAGTG
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Fig. 3 A In vitro cytotoxicity of purified cardiac peptides from 48 h growing media of bacteria bearing construct under hypoxic condition. B The
results of Annexin-V/7-AAD flow cytometry analysis. Treating MCF-7 cells with cardiac peptides mixture significantly increased rate of apoptosis
compare to PBS receiving group (Left: PBS, Middle: media of bacteria without construct, Right: cardiac peptides purified from media of bacteria
bearing construct)

Fig. 2 Results of SDS-PAGE analysis. A Presence of a single band at about 5 kDa confirmed expression of cardiac peptides. Lane 1: protein marker,
Lane 2: before induction of hypoxic condition, Lane 4: 24 h after induction of hypoxic condition. B The single band at 27 kDa relates to the
molecular weight of GFP which is absent in the bacterial samples prior to induction of hypoxic condition. Lane 1: before induction of hypoxic
condition, Lane 2: protein marker, Lane 3: 24 h after induction of hypoxic condition. C results of western blot analysis confirming the correct
expression of GFP protein. Lane 1: protein marker, Lane 2: before induction of hypoxic condition, Lane 3: 24 h after induction of
hypoxic condition
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peptides expressing construct and PBS was almost the
same. Therefore, we concluded that E. coli bacteria per
se were not capable of suppressing tumor growth speed.
Contrarily, administration of bacteria bearing constructs,
even at concentration as low as 107 cfu/g could signifi-
cantly suppress tumor growth rate in comparison to the
PBS receiving group. Furthermore, increasing the
concentration of bacteria from 107 cfu/g to 108 cfu/g
resulted in a more intensified tumor suppression effect
in vivo. As depicted in Fig. 5A, differences in extend of
tumor growth suppression between two concentrations
of injected bacteria bearing cardiac peptide expressing
construct become significant on day 15 following the
first injection. Moreover, differences between tumor
growth rates of 108 cfu/g engineered bacteria receiving
group and PBS receiving group become significant from
day 12 to the end of the study period. Finally, differences
between tumor growth rates of 107 cfu/g engineered bac-
teria receiving group and PBS receiving group become
significant from day 15 to the end of the study period.
Based on these observations we concluded that first, the
delay in tumor growth observed with administration of
engineered bacteria bearing cardiac expressing construct
is mainly due to the secretion of cardiac proteins. Sec-
ond, increasing concentration of administered bacteria
may result in enhancement of production and secretion of
cardiac peptides. Administration of bacteria bearing con-
structs at both concentrations also significantly enhanced

survival rate as observed in Kaplan-Meyer analysis
(Fig. 5B).

Alteration in pro-inflammatory cytokine profile
We also examined the effect of bacteria on expression of
pro-inflammatory cytokines. As depicted in Fig. 6, ad-
ministration of bacteria bearing construct at concentra-
tion of 108 cfu/g body weight of mice with spontaneous
breast tumors, resulted in a significant decline in expres-
sion of pro-inflammatory cytokines, including IL-1α, IL-
1β, IL-6, IL-12, TNF-α, G-CSF and GM-CSF while
increasing those of IL-17A, IL-10 and INF-γ compared
to the PBS receiving group. Exceptionally, expression
level of IL-2 pro-inflammatory cytokine was almost simi-
lar between two groups at the end of treatment period.
Therefore, treatment with bacteria bearing cardiac hor-
mone expressing construct could increase expression of
some of the most important cytokines of both Th1 and
Th2 cells (INF-γ and IL-10 respectively).

Immunohistochemistry, quantification of micro-vessel
density and H&E staining results
As illustrated in Fig. 7, MMP9 expression was signifi-
cantly decreased in mice receiving bacteria bearing con-
struct at concentrations equal to 108 cfu/g compared to
the PBS receiving group. Similarly, expression of VEGFR2
and Ki-67 was also significantly declined at the end of
treatment period. Also, quantification of micro-vessel

Fig. 4 A Bacterial concentration in tumor tissue and liver of mice 48 h after IV administration of 108 cfu/g bacteria. Accumulation in tumor site
was about 1000 folds greater compared to the liver. B Results of In vivo fluorescence reflectance imaging 0, 1, 3 and 6 days post injection. on day
6 post injection, Maximum New fluorescent emissions were completely restricted to the tumor site and reached to its maximum on day 6
post injection
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density by the CD31 marker in hot spots of sections dem-
onstrated a significant decline in mice receiving 108 cfu
bacteria bearing construct per gram of the body weight
compare to the control group. Finally, the number of TILs
and CD8+ TILs were significantly increased in mice
treated with bacteria bearing construct at concentration
equal to 108 cfu/g compared to the control group.

Discussion
In present study, we reported successful development of
an engineered Hypoxia-responding E. coli BW25113
strain carrying cardiac peptides (LANP, VD and KP) and
GFP (as an indicator protein) genes which could spatio-
temporally target breast tumors, that is to say, preferen-
tially delivering therapeutic cargo to the tumor site

(spatial targeting) and expressing it only after receiving
the stimulatory signal at tumor site (temporal targeting).
Based on Stritzker et al., different strains of E. coli are
capable of preferentially colonizing at tumor microenvir-
onment [32]. Systemically administered bacteria to the
blood stream are immediately distributed throughout
the body and accumulate in both healthy and malignant
tissues in almost equal numbers. Nevertheless, while res-
iding bacteria in normal tissues and blood circulation
are immediately excreted during first hours to days post
injection, tumor accumulated bacteria proceed further in
proliferation to reach a colony forming unit greatly
exceeding that of the initially administered one. This
Selective process of bacterial colonization in tumor
microenvironment has been in large part attributed to

Fig. 5 (A) suppression of tumor growth by administration of different concentrations of bacteria bearing construct. Increase in concentration of
administered bacteria significantly enhanced tumor suppression potency. Ns: not significant, ****: P < 0.0001 compared to PBS, ####: P < 0.0001
compared to bacteria bearing construct at concentrations equal to 107 cfu/g (B) Results of Kaplan-Meyer analysis demonstrating a higher rate of
survival in mice receiving bacteria bearing construct compared to PBS and bacteria without construct
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the immunosuppressive nature of the tumor’s niche, re-
sulted from pathological alterations induced in solid tu-
mors [12].
Despite the existing evidence on antitumoral activities

of bacteria, their localization and proliferation alone in

tumor microenvironment is not sufficient for complete
attenuation of the tumor growth. Hence, engineering
bacteria to express potent cytostatic or cytotoxic pro-
teins upon proliferation is of great importance in achiev-
ing an optimal therapeutic outcome. In this context,

Fig. 6 Alteration in expression of pro-inflammatory cytokines in response to bacterial therapy. Results are expressed as fold changes compared to
control group receiving PBS. *: P < 0.05, **: P < 0.01, ***: P < 0.001 compared to control group

Fig. 7 Results of immunohistochemical analysis, quantification of micro-vessel density and H&E staining. MMP9 expression was significantly
decreased in mice receiving bacteria bearing construct at concentrations equal to 108 cfu/g compared to the PBS receiving group. Similarly,
expression of VEGFR2 and Ki-67 was also significantly declined at the end of treatment period. Also, quantification of micro-vessel density by the
CD31 marker in hot spots of sections demonstrated a significant decline in mice receiving 108 cfu bacteria bearing construct per gram of the
body weight compare to the control group. Finally, the number of TILs and CD8+ TILs were significantly increased in mice treated with bacteria
bearing construct at concentration equal to 108 cfu/g compared to the control group
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Kim et al., have shown that the growth of E. coli strain
K-12 (MG1655) per se is not enough for attenuation of
tumor growth in vivo [33]. Our results also clearly dem-
onstrated that administration of E. coli strain BW25113,
even at high doses, was not effective in reducing the rate
of tumor growth. In contrast, bacteria bearing cardiac
peptides construct could significantly attenuate the rate
of tumor growth in vivo. Since the capability of express-
ing cardiac peptides is the only variance between trans-
formed and non-transformed bacteria, differences in
tumor growth rates may be attributed to the cardiac
peptides, expressed under hypoxic condition of the
tumor niche.
Secreted cardiac peptides are not so effective in pro-

moting apoptosis but can effectively promote cell death
in breast cancer cell lines after a 48-h incubation period
in vitro and could suppress tumor growth and increase
survival rate of tumor bearing mice in vivo. Consistently,
Vesely et al. have reported that while the 4 cardiac pep-
tides are capable of effectively inhibiting synthesis of
DNA, their antitumoral effects are independent of apop-
totic programmed cell death induction [34]. Moreover,
several studies on lung, prostate and kidney cell lines
have shown selective toxicity of cardiac peptides on
cancer cells [35]. Pharmacological anticancer activities of
LANP, VSDL and KP peptides have shown to begin
upon interacting with natriuretic peptide receptor-A
(NPR-A) and formation of cyclic GMP (cGMP) as a con-
sequence of enhanced guanylate cyclase enzyme activity.
Increased intracellular cGMP accumulation attenuates
kinase activity in Ras/MEK/ERK cascade, ending in
tumor growth suppression [24, 25]. Reported by Sun
et al., VD and KP are capable of inhibiting RAS onco-
proteins activities in the prostate cancer [36]. Mutated
in up to 30% of the human malignancies, RAS proteins
are the main members of the superfamily of small GTP
binding and hydrolyzing proteins (GTPases) which are
mainly responsible for transducing extracellular prolifer-
ative signals modulated by receptor tyrosine kinases
(RTKs) in response to different groups of growth factors,
including epidermal growth factor. Furthermore, LANP
is capable of inhibiting 80–90% of the MEK1/2 and
ERK1/2 activities in the prostate cancer cells [37, 38].
We also found that expression of VEGFR2 was signifi-

cantly reduced on the surface of tumor cells in mice
receiving bacteria bearing cardiac peptides expressing
construct [26]. Angiogenesis is a firmly controlled
process, crucial for tumor expansion beyond 2 to 3 mm
in diameter and a critical step in tumor invasion and
metastasis [39–41]. In parallel to their multi-kinase in-
hibitory activity, cardiac peptides are also capable of at-
tenuating secretion of VEGFA, downregulate expression
of VEGF receptor 2 (VEGFR2) expression, and inhibit
activation of the Signal Transducer and Activator of

Transcription 3 (STAT 3), all of which are effective ap-
proaches for suppressing pro-angiogenic responses in
tumor site. Additionally, localization of ANP to the nu-
clear site of human pancreatic adenocarcinoma cell lines
is indicative of possible interaction of these peptides
with growth-promoting hormones there [42].
Alongside, at the molecular level, treatment with car-

diac peptides has shown to induce a meaningful reduc-
tion in expression of β-catenin. Overall, in cancer cells,
Wnt ligands bind with members of the Frizzled (Fz)
family of serpentine receptors, as well as the LRP5 or
LRP6 coreceptors to activate and recruit the phospho-
protein Dishevelled (DSH). Activated DSH in turn
stabilizes the complex by involving axin and promotes
the Akt-mediated inactivation of GSK-3β through phos-
phorylation of its serine amino acid at postion 9 [36].
This further results in stabilization and accumulation of
β-catenin which upon translocation to the nucleus and
binding with DNA modulates cellular proliferation rate,
survival and most importantly, promotes epithelial to
mesenchymal transition (EMT) of cancer cells, ending in
promotion of cellular motility and metastasis [43]. Con-
sistently, inhibiting continuous activation of Wnt/β-ca-
tenin signaling pathway observed in multiple studies, is a
possible explanation of broad anticancer proliferation
and metastasis activity of the cardiac peptides. Signaling
cascades downstream of the activated β-catenin consists
of c-JUN N-terminal kinase 2 (JNK2), VEGF and its cor-
responding receptor VEGFR2 [44]. Thus, application of
cardiac peptides results in attenuation of Ras/MEK 1/2/
ERK 1/2 kinase cascade through restriction of Ras acti-
vation which can also suppress production of β-catenin
itself and bring an end to the vicious cycle induced by
aberrant activation of β-Catenin, VEGFR2 and activated
Ras.
Another finding of present study was that administra-

tion of bacteria with cardiac peptides expressing con-
structs could reduce MMP-9 expression under hypoxic
condition in vivo. Different studies have now suggested
a key role for MMP9 in development of a proper micro-
environment for promotion of tumor growth and angio-
genesis by enhancing the interrelation between VEGF
and VEGFR2 [45, 46]. This mainly takes place through
the proteolytic cleavage and release of extracellular
matrix (ECM) bound VEGF by MMP9 activity which is
an important step in angiogenic switch. Based on
Bergers et al. inhibitors of MMP9 effectively suppressed
tumor growth and reduced angiogenic switching [47]. It
has also been shown that MMP-cleaved VEGF plays an
important role in tumors vascular patterning [26, 48].
Based on previous reports, cardiac peptides can effect-
ively reduce expression of VEGFA in vitro [26]. In paral-
lel, VEGFR2-triggered angiogenesis is considered as a
hallmark of cancer progression and metastasis [49, 50].
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Currently, multiple studies have addressed the role of
cytokines in cancer proliferation, invasion and metastasis
[51–55]. For instance, it has been shown that high circu-
lating levels of IL-1β and IL-6 are unfavorable prognostic
indicators and directly associate with higher risk of re-
currence and more aggressive type of disease in patients
with breast cancer [56–58]. Contrarily, overexpression of
INF-γ has shown to be associated with increased rate of
cell death through up-regulation of caspases and inhib-
ition of angiogenesis [59–61]. Administration of bacteria
bearing construct resulted in a complex effect on expres-
sion of pro-inflammatory cytokines. The anti-inflammatory
behavior of cardiac peptides has been confirmed in mul-
tiple studies so far. For instance, it has been shown that
ANP could down regulate expression of TNF-α which has
an important role in alloreactivity of T-cells [62, 63]. Fur-
thermore, ANP can also enhance expression of IL-10
which in turn, can suppress expression of IL-2 and prolif-
eration of T-cells [64, 65]. Moreover, plasma concentration
of IL-6 was also declined in response to the administration
of ANP [65]. Finally, ANP treatment could decrease pro-
duction of IL-12 by dendritic cells and generate fewer INF-
γ positive T cells and much more IL-4 positive ones [66].
Consistently, a significant decline in peripheral blood con-
centrations of pro-inflammatory cytokines including IL-1a,
IL-1b, IL-6, IL-12 and TNF-a was observed in present
study while those of IL-10 and INF-γ were significantly in-
creased in response to the treatment.
Results from different reports have shown that higher

micro-vessel density values in tumor sites, measured by
immunohistochemical analysis of CD31 expression, is
correlated with higher rate of lymph node metastasis
and associates with a poor prognosis outcome [67–69].
In parallel, MMP-9 enzyme is considered to be an
important driver of cancer’s malignant progression, inva-
sion and metastasis [70]. Determination of the proportion
of proliferative cancer cells by Ki-67 immunostaining, is
another effective marker for evaluation of the risk of
metastasis and determination of the overall survival. In
this context, greater Ki-67 positivity in tumor sections is
together with a more invasive behavior of cancer cells and
a poor overall survival in patients [71].
Alongside, different studies have confirmed anti-

metastatic activity of cardiac peptides in vivo. Based on
Nojiri et al., rate of metastasis in ANP treated mice fol-
lowing lipopolysaccharide treatment (mimicking surgical
stress) was meaningfully reduced, suggesting metastasis
preventive effects for these peptides. Consistently, the
same group demonstrated that animals with endothelial
cells, overexpressing ANP receptors possess a reduced
rate of metastasis, which is in line with the previously
mentioned fact that cardiac peptides could reduce the
expression of VEGFA and downregulate the number of
VEGFR2 receptors. More importantly, in addition to

preventing formation of new metastatic lesions, cardiac
peptide treatments can also help in dramatically redu-
cing or even eliminating existing lesions [72]. Addition-
ally, based on the fact that administration of bacteria
bearing cardiac peptide construct in mice was together
with an effective reduction in expression of Ki-67, CD31
and MMP-9 biomarkers, this method can be potentially
considered as an effective approach for preventing can-
cer cells invasion and development of future metastases.
Finally, presence of TILs in high number inside tumor

microenvironment (especially CD8+ TILs representing
effective anti-tumoral activity), is considered to be a fa-
vorable prognosis value in different neoplasms [73–76].
Therefore, a significant increase in the survival rate of
mice bearing tumors, revealed by Kaplan-Meyer analysis,
may also be partly attributed to the higher number of
CD8+ TILs in tumor site.
While the polycistronic design of the construct guar-

antees co-transcription of all inserted genes and observa-
tion of both high molecular weight GFP and low
molecular weight cardiac peptide bonds in SDS-PAGE
gels, confirms correct co-expression of all genes, lack of
a confirmatory MALD-TOF/TOF data for verification of
the correct expression of each peptide and determin-
ation of their concentration ratio in purified supernatant
is one of the limitations of the present study. Neverthe-
less, mentioning this point is necessary that the purpose
of the present study was to establish a spatiotemporal
targeted bacterial based tumor delivery system with a
strong anti-neoplastic activity.
Overall, in present study, we demonstrated that IV ad-

ministrated E. coli BW25113 strain bearing cardiac pep-
tide’s expressing construct could specifically accumulate
in tumor microenvironment and subsequently begin to
secret cardiac peptides under the hypoxic nature of the
niche. This resulted in suppression of tumor growth, a
significant increase in survival rate of mice bearing
breast tumors and a meaningful decline in expression of
MMP-9, VEGFR2, Ki-67 and CD31 biomarkers, suggest-
ive of antiangiogenic and metastatic properties for bac-
teria encompassing cardiac peptides expression cassette.

Acknowledgements
Not applicable.

Authors’ contributions
Keivan Majidzadeh: conceived and designed research. Leila Farahmand;
conducted new reagents or analytical tools. MAlihe S, Mitra S, Neda J, Zeinab
N, Marjan M, Ahad M, Azadeh SH and SHima Moradi: contributed conducted
experiments. All authors read and approved the manuscript.

Funding
Financial support for this project was kindly provided by the Iran National 
Science foundation (INSF).

Availability of data and materials
Not applicable.

Samadi et al. Journal of Biological Engineering           (2021) 15:20 Page 12 of 15



Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare that there exist no competing interests.

Author details
1Recombinant Proteins Department, Breast Cancer Research Center,
Motamed Cancer Institute, ACECR, Tehran, Iran. 2Cancer Biology Research
Center, Cancer Institute of Iran, Tehran University of Medical Sciences,
Tehran, Iran.

Received: 14 September 2020 Accepted: 7 June 2021

References
1. Farahmand L, Merikhian P, Jalili N, Darvishi B, Majidzadeh-A K. Significant

role of MUC1 in development of resistance to currently existing anti-cancer
therapeutic agents. Curr Cancer Drug Targets. 2018;18(8):737–48. https://doi.
org/10.2174/1568009617666170623113520.

2. Sakhtianchi R, Darvishi B, Mirzaie Z, Dorkoosh F, Shanehsazzadeh S,
Dinarvand R. Pegylated magnetic mesoporous silica nanoparticles
decorated with AS1411 aptamer AS a targeting delivery system for
cytotoxic agents. Pharm Dev Technol. 2019;24(9):1063–75. https://doi.org/1
0.1080/10837450.2019.1569678.

3. Mahdi A, Darvishi B, Majidzadeh-A K, Salehi M, Farahmand L. Challenges
facing antiangiogenesis therapy: the significant role of hypoxia-inducible
factor and MET in development of resistance to anti-vascular endothelial
growth factor-targeted therapies. J Cell Physiol. 2019;234(5):5655–63. https://
doi.org/10.1002/jcp.27414.

4. Darvishi B, Majidzadeh-A K, Ghadirian R, Mosayebzadeh M, Farahmand L.
Recruited bone marrow derived cells, local stromal cells and IL-17 at the
front line of resistance development to anti-VEGF targeted therapies. Life
Sci. 2019;217:34–40. https://doi.org/10.1016/j.lfs.2018.11.033.

5. Manzari MT, Shamay Y, Kiguchi H, Rosen N, Scaltriti M, Heller DA. Targeted
drug delivery strategies for precision medicines. Nat Rev Mater. 2021;6:351–
70. https://doi.org/10.1038/s41578-020-00269-6.

6. Darvishi B, Manoochehri S, Esfandyari-Manesh M, Samadi N, Amini M, Atyabi
F, et al. Enhanced cellular cytotoxicity and antibacterial activity of 18-β-
Glycyrrhetinic acid by albumin-conjugated PLGA nanoparticles. Drug Res.
2015;65(12):617–23. https://doi.org/10.1055/s-0034-1390487.

7. Kumar B, Sharma D, Gorantala J, Magani SKJ. Small molecule-targeted
therapies for GI cancers: success and failures. Novel therapeutic approaches
for gastrointestinal malignancies: Springer; 2020. p. 43–57. https://doi.org/1
0.1007/978-981-15-5471-1_4.

8. Roger S, Edeline J, Campillo-Gimenez B, Ventroux E, Rouge-Bugat M-E,
Chapron A. Adverse events of targeted therapies reported by patients with
cancer treated in primary care. Eur J Gen Pract. 2020;26(1):202–9. https://doi.
org/10.1080/13814788.2020.1846713.

9. Anders CK, LeBoeuf NR, Bashoura L, Faiz SA, Shariff AI, Thomas A. What’s the
price? Toxicities of targeted therapies in breast cancer care. Am Soc Clin
Oncol Educ Book. 2020;40:55–70. https://doi.org/10.1200/EDBK_279465.

10. Liao M, Zhang J, Wang G, Wang L, Liu J, Ouyang L, et al. Small-molecule
drug discovery in triple negative breast Cancer: current situation and future
directions. J Med Chem. 2021;64(5):2382–418. https://doi.org/10.1021/acs.
jmedchem.0c01180.

11. Imai K, Takaoka A. Comparing antibody and small-molecule therapies for
cancer. Nat Rev Cancer. 2006;6(9):714–27. https://doi.org/10.1038/nrc1913.

12. Zhou S, Gravekamp C, Bermudes D, Liu K. Tumour-targeting bacteria
engineered to fight cancer. Nat Rev Cancer. 2018;18(12):727–43. https://doi.
org/10.1038/s41568-018-0070-z.

13. Gong N, Sheppard NC, Billingsley MM, June CH, Mitchell MJ. Nanomaterials
for T-cell cancer immunotherapy. Nat Nanotechnol. 2021;16(1):25–36.
https://doi.org/10.1038/s41565-020-00822-y.

14. Kishore C, Bhadra P. Current advancements and future perspectives of
immunotherapy in colorectal cancer research. Eur J Pharmacol. 2021;893:
173819. https://doi.org/10.1016/j.ejphar.2020.173819.

15. Ren D, Hua Y, Yu B, Ye X, He Z, Li C, et al. Predictive biomarkers and
mechanisms underlying resistance to PD1/PD-L1 blockade cancer
immunotherapy. Mol Cancer. 2020;19(1):1–19.

16. Kawakami Y, Ohta S, Sayem MA, Tsukamoto N, Yaguchi T. Immune-resistant
mechanisms in cancer immunotherapy. Int J Clin Oncol. 2020;5(25):810–7.
https://doi.org/10.1007/s10147-019-01611-x Epub 2020 Jan 9.

17. Forbes NS. Engineering the perfect (bacterial) cancer therapy. Nat Rev
Cancer. 2010;10(11):785–94. https://doi.org/10.1038/nrc2934.

18. Nemunaitis J, Cunningham C, Senzer N, Kuhn J, Cramm J, Litz C, et al. Pilot
trial of genetically modified, attenuated Salmonella expressing the E. coli
cytosine deaminase gene in refractory cancer patients. Cancer Gene Ther.
2003;10(10):737.

19. Wang L, Wang Q, Tian X, Shi X. Learning from Clostridium novyi-NT: how to
defeat cancer. J Cancer Res Ther. 2018;14(8):1.

20. Jean ATS, Swofford CA, Panteli JT, Brentzel ZJ, Forbes NS. Bacterial delivery
of Staphylococcus aureus α-hemolysin causes regression and necrosis in
murine tumors. Mol Ther. 2014;22(7):1266–74. https://doi.org/10.1038/mt.2
014.36.

21. Javan B, Shahbazi M. Hypoxia-inducible tumour-specific promoters as a
dual-targeting transcriptional regulation system for cancer gene therapy.
Ecancermedicalscience. 2017;11:751. https://doi.org/10.3332/ecancer.2017.
751.

22. Nasr R, Akbari Eidgahi MR. Construction of a synthetically engineered
nirB promoter for expression of recombinant protein in Escherichia
coli. Jundishapur J Microbiol. 2014;7(7):e15942. https://doi.org/10.5812/
jjm.15942.

23. Goetze JP, Bruneau BG, Ramos HR, Ogawa T, de Bold MK, Adolfo J. Cardiac
natriuretic peptides. Nat Rev Cardiol. 2020;17(11):698–717. https://doi.org/1
0.1038/s41569-020-0381-0.

24. Alonso-Martinez J, Annicherico-Sánchez F. Natriuretic peptides, heart,
Cancer and the cardio-oncology. Cell Mol Med. 2019;4(1):1.

25. Mezzasoma L, Peirce MJ, Minelli A, Bellezza I. Natriuretic peptides: the case
of prostate cancer. Molecules. 2017;22(10):1680. https://doi.org/10.3390/
molecules22101680.

26. Nguyen JP, Frost CD, Lane ML, Skelton WP IV, Skelton M, Vesely DL. Novel
dual inhibitors of vascular endothelial growth factor and VEGFR2 receptor.
Eur J Clin Investig. 2012;42(10):1061–7. https://doi.org/10.1111/j.1365-2362.2
012.02695.x.

27. Vesely D, Clark L, Garces A, McAfee Q, Soto J, Gower W Jr. Novel therapeutic
approach for cancer using four cardiovascular hormones. Eur J Clin Investig.
2004;34(10):674–82. https://doi.org/10.1111/j.1365-2362.2004.01402.x.

28. Vesely DL. Which of the cardiac natriuretic peptides is most effective for the
treatment of congestive heart failure, renal failure and cancer? Clin Exp
Pharmacol Physiol. 2006;33(3):169–76. https://doi.org/10.1111/j.1440-1681.2
006.04344.x.

29. Farahmand L, Majidzadeh-A K, Sepehrizadeh Z, Mofid MR, Esmaeili R, Yazdi
MT. Ligation independent cloning of polycistronic, genetically modified,
HuMAb4D5-8 F (ab') 2, in bacterial plasmid. Avicenna J Med Biotechnol.
2012;4(1):15–22.

30. Noori S, Hassan ZM. Dihydroartemisinin shift the immune response towards
Th1, inhibit the tumor growth in vitro and in vivo. Cell Immunol. 2011;
271(1):67–72. https://doi.org/10.1016/j.cellimm.2011.06.008.

31. Langroudi L, Hassan ZM, Ebtekar M, Mahdavi M, Pakravan N, Noori S. A
comparison of low-dose cyclophosphamide treatment with artemisinin
treatment in reducing the number of regulatory T cells in murine breast
cancer model. Int Immunopharmacol. 2010;10(9):1055–61. https://doi.org/1
0.1016/j.intimp.2010.06.005.

32. Stritzker J, Weibel S, Hill PJ, Oelschlaeger TA, Goebel W, Szalay AA. Tumor-
specific colonization, tissue distribution, and gene induction by probiotic
Escherichia coli Nissle 1917 in live mice. Int J Med Microbiol. 2007;297(3):
151–62. https://doi.org/10.1016/j.ijmm.2007.01.008.

33. Kim J-E, Phan TX, Nguyen VH, Dinh-Vu H-V, Zheng JH, Yun M, et al.
Salmonella typhimurium suppresses tumor growth via the pro-inflammatory
cytokine interleukin-1β. Theranostics. 2015;5(12):1328–42. https://doi.org/10.
7150/thno.11432.

34. Vesely B, McAfee Q, Gower W Jr, Vesely D. Four peptides decrease the
number of human pancreatic adenocarcinoma cells. Eur J Clin Investig.
2003;33(11):998–1005. https://doi.org/10.1046/j.1365-2362.2003.01262.x.

Samadi et al. Journal of Biological Engineering           (2021) 15:20 Page 13 of 15

https://doi.org/10.2174/1568009617666170623113520
https://doi.org/10.2174/1568009617666170623113520
https://doi.org/10.1080/10837450.2019.1569678
https://doi.org/10.1080/10837450.2019.1569678
https://doi.org/10.1002/jcp.27414
https://doi.org/10.1002/jcp.27414
https://doi.org/10.1016/j.lfs.2018.11.033
https://doi.org/10.1038/s41578-020-00269-6
https://doi.org/10.1055/s-0034-1390487
https://doi.org/10.1007/978-981-15-5471-1_4
https://doi.org/10.1007/978-981-15-5471-1_4
https://doi.org/10.1080/13814788.2020.1846713
https://doi.org/10.1080/13814788.2020.1846713
https://doi.org/10.1200/EDBK_279465
https://doi.org/10.1021/acs.jmedchem.0c01180
https://doi.org/10.1021/acs.jmedchem.0c01180
https://doi.org/10.1038/nrc1913
https://doi.org/10.1038/s41568-018-0070-z
https://doi.org/10.1038/s41568-018-0070-z
https://doi.org/10.1038/s41565-020-00822-y
https://doi.org/10.1016/j.ejphar.2020.173819
https://doi.org/10.1007/s10147-019-01611-x
https://doi.org/10.1038/nrc2934
https://doi.org/10.1038/mt.2014.36
https://doi.org/10.1038/mt.2014.36
https://doi.org/10.3332/ecancer.2017.751
https://doi.org/10.3332/ecancer.2017.751
https://doi.org/10.5812/jjm.15942
https://doi.org/10.5812/jjm.15942
https://doi.org/10.1038/s41569-020-0381-0
https://doi.org/10.1038/s41569-020-0381-0
https://doi.org/10.3390/molecules22101680
https://doi.org/10.3390/molecules22101680
https://doi.org/10.1111/j.1365-2362.2012.02695.x
https://doi.org/10.1111/j.1365-2362.2012.02695.x
https://doi.org/10.1111/j.1365-2362.2004.01402.x
https://doi.org/10.1111/j.1440-1681.2006.04344.x
https://doi.org/10.1111/j.1440-1681.2006.04344.x
https://doi.org/10.1016/j.cellimm.2011.06.008
https://doi.org/10.1016/j.intimp.2010.06.005
https://doi.org/10.1016/j.intimp.2010.06.005
https://doi.org/10.1016/j.ijmm.2007.01.008
https://doi.org/10.7150/thno.11432
https://doi.org/10.7150/thno.11432
https://doi.org/10.1046/j.1365-2362.2003.01262.x


35. Skelton WP, Pi GE, Vesely DL. Four cardiac hormones cause death of human
cancer cells but not of healthy cells. Anticancer Res. 2011;31(2):395–402.

36. Sun Y, Eichelbaum EJ, Lenz A, Wang H, Vesely DL. Epidermal growth factor’s
activation of Ras is inhibited by four cardiac hormones. Eur J Clin Investig.
2010;40(5):408–13. https://doi.org/10.1111/j.1365-2362.2010.02283.x.

37. Sun Y, Eichelbaum EJ, Wang H, Vesely DL. Atrial natriuretic peptide and
long acting natriuretic peptide inhibit ERK 1/2 in prostate cancer cells.
Anticancer Res. 2006;26(6B):4143–8.

38. Sun Y, Eichelbaum EJ, Wang H, Vesely DL. Atrial natriuretic peptide and
long acting natriuretic peptide inhibit MEK 1/2 activation in human prostate
cancer cells. Anticancer Res. 2007;27(6B):3813–8.

39. Carmeliet P, Jain RK. Angiogenesis in cancer and other diseases. Nature.
2000;407(6801):249.

40. Auyeung KK, Ko JK. Angiogenesis and oxidative stress in metastatic tumor
progression: pathogenesis and novel therapeutic approach of Colon Cancer.
Curr Pharm Des. 2017;23(27):3952–61. https://doi.org/10.2174/1381612823
666170228124105.

41. Hsieh HL, Tsai MM. Tumor progression-dependent angiogenesis in gastric
cancer and its potential application. World J Gastrointest Oncol. 2019;11(9):
686–704. https://doi.org/10.4251/wjgo.v11.i9.686.

42. Vesely DL. Cardiac hormones for the treatment of cancer. Endocr Relat
Cancer. 2013;20(3):R113–R25. https://doi.org/10.1530/ERC-13-0054.

43. Serafino A, Pierimarchi P. Atrial natriuretic peptide: a magic bullet for
cancer therapy targeting Wnt signaling and cellular pH regulators. Curr
Med Chem. 2014;21(21):2401–9. https://doi.org/10.2174/0929867321
666140205140152.

44. Skelton WP, Skelton M, Vesely DL. Central role of β-catenin in anticancer
effects of cardiac hormones. Anticancer Res. 2013;33(6):2409–14.

45. Yang LQ, Yu SP, Yang YT, Zhao YS, Wang FY, Chen Y, et al. Muscone
derivative ZM-32 inhibits breast tumor angiogenesis by suppressing HuR-
mediated VEGF and MMP9 expression. Biomed Pharmacother. 2021;136:
111265. https://doi.org/10.1016/j.biopha.2021.111265.

46. Zeng Y, Wei L, Lali MS, Chen Y, Yu J, Feng L. miR-150-5p mediates extravillous
trophoblast cell migration and angiogenesis functions by regulating VEGF and
MMP9. Placenta. 2020;93:94–100. https://doi.org/10.1016/j.placenta.2020.02.019.

47. Bergers G, Brekken R, McMahon G, Vu TH, Itoh T, Tamaki K, et al. Matrix
metalloproteinase-9 triggers the angiogenic switch during carcinogenesis.
Nat Cell Biol. 2000;2(10):737–44. https://doi.org/10.1038/35036374.

48. Lee S, Jilani SM, Nikolova GV, Carpizo D, Iruela-Arispe ML. Processing of
VEGF-A by matrix metalloproteinases regulates bioavailability and vascular
patterning in tumors. J Cell Biol. 2005;169(4):681–91. https://doi.org/10.1083/
jcb.200409115.

49. Olsson A-K, Dimberg A, Kreuger J, Claesson-Welsh L. VEGF receptor
signalling? In control of vascular function. Nat Rev Mol Cell Biol. 2006;7(5):
359–71. https://doi.org/10.1038/nrm1911.

50. Herbert SP, Stainier DY. Molecular control of endothelial cell behaviour
during blood vessel morphogenesis. Nat Rev Mol Cell Biol. 2011;12(9):551–
64. https://doi.org/10.1038/nrm3176.

51. Barrera L, Montes-Servin E, Hernandez-Martinez JM, Orozco-Morales M,
Montes-Servin E, Michel-Tello D, et al. Levels of peripheral blood
polymorphonuclear myeloid-derived suppressor cells and selected cytokines
are potentially prognostic of disease progression for patients with non-small
cell lung cancer. Cancer Immunol Immunother. 2018;67(9):1393–406. https://
doi.org/10.1007/s00262-018-2196-y.

52. Chauhan SR, Singhal PG, Sharma U, Bandil K, Chakraborty K, Bharadwaj M.
Th9 cytokines curb cervical cancer progression and immune evasion. Hum
Immunol. 2019;80(12):1020–5. https://doi.org/10.1016/j.humimm.2019.09.009.

53. Kaushik NK, Kaushik N, Adhikari M, Ghimire B, Linh NN, Mishra YK, Lee SJ,
Choi EH. Preventing the Solid Cancer Progression via release of anticancer-
cytokines in co-culture with cold plasma-stimulated macrophages. Cancers
(Basel). 2019;11(6):842. https://doi.org/10.3390/cancers11060842.

54. Ke X, Shen L. Targeting cytokines secreted by CD4(+) CD25(high)
CD127(low) regulatory T cells inhibits ovarian cancer progression. Scand J
Immunol. 2019;89(2):e12736. https://doi.org/10.1111/sji.12736.

55. Mendez-Garcia LA, Nava-Castro KE, Ochoa-Mercado TL, Palacios-Arreola MI,
Ruiz-Manzano RA, Segovia-Mendoza M, et al. Breast Cancer metastasis: are
cytokines important players during its development and progression? J
Interf Cytokine Res. 2019;39(1):39–55. https://doi.org/10.1089/jir.2018.0024.

56. Kovacs E. Investigation of interleukin-6 (IL-6), soluble IL-6 receptor (sIL-6R) and
soluble gp130 (sgp130) in sera of cancer patients. Biomed Pharmacother. 2001;
55(7):391–6. https://doi.org/10.1016/S0753-3322(01)00079-8.

57. Mettler L, Salmassi A, Heyer M, Schmutzier A, Schollmeyer T, Jonat W.
Perioperative levels of interleukin-1beta and interleukin-6 in women with
breast cancer. Clin Exp Obstetr Gynecol. 2004;31(1):20–2.

58. Kozłowski L, Zakrzewska I, Tokajuk P, Wojtukiewicz M. Concentration of
interleukin-6 (IL-6), interleukin-8 (IL-8) and interleukin-10 (IL-10) in blood
serum of breast cancer patients. Roczniki Akademii Medycznej w
Bialymstoku (1995). 2003;48:82–4.

59. Connett JM, Badri L, Giordano TJ, Connett WC, Doherty GM. Interferon
regulatory factor 1 (IRF-1) and IRF-2 expression in breast cancer tissue
microarrays. J Interf Cytokine Res. 2005;25(10):587–94. https://doi.org/10.1
089/jir.2005.25.587.

60. Bouker KB, Skaar TC, Riggins RB, Harburger DS, Fernandez DR, Zwart A,
et al. Interferon regulatory factor-1 (IRF-1) exhibits tumor suppressor
activities in breast cancer associated with caspase activation and
induction of apoptosis. Carcinogenesis. 2005;26(9):1527–35. https://doi.
org/10.1093/carcin/bgi113.

61. Sidky YA, Borden EC. Inhibition of angiogenesis by interferons: effects on
tumor-and lymphocyte-induced vascular responses. Cancer Res. 1987;47(19):
5155–61.

62. Kiemer AK, Hartung T, Vollmar AM. cGMP-mediated inhibition of TNF-
α production by the atrial natriuretic peptide in murine macrophages.
J Immunol. 2000;165(1):175–81. https://doi.org/10.4049/jimmunol.1
65.1.175.

63. Ladetzki-Baehs K, Keller M, Kiemer AK, Koch E, Zahler S, Wendel A,
et al. Atrial natriuretic peptide, a regulator of nuclear factor-κB
activation in vivo. Endocrinology. 2007;148(1):332–6. https://doi.org/1
0.1210/en.2006-0935.

64. Leitman DC, Andresen JW, Catalano RM, Waldman SA, Tuan JJ, Murad F.
Atrial natriuretic peptide binding, cross-linking, and stimulation of cyclic
GMP accumulation and particulate guanylate cyclase activity in cultured
cells. J Biol Chem. 1988;263(8):3720–8. https://doi.org/10.1016/S0021-9258(1
8)68984-7.

65. Moro C, Klimcáková E, Lolmède K, Berlan M, Lafontan M, Stich V, et al. Atrial
natriuretic peptide inhibits the production of adipokines and cytokines
linked to inflammation and insulin resistance in human subcutaneous
adipose tissue. Diabetologia. 2007;50(5):1038–47. https://doi.org/10.1007/
s00125-007-0614-3.

66. Mohapatra SS, Lockey RF, Vesely DL, Gower WR Jr. Natriuretic peptides and
genesis of asthma: an emerging paradigm? J Allergy Clin Immunol. 2004;
114(3):520–6. https://doi.org/10.1016/j.jaci.2004.05.028.

67. Weidner N, Semple JP, Welch WR, Folkman J. Tumor angiogenesis and
metastasis—correlation in invasive breast carcinoma. N Engl J Med. 1991;
324(1):1–8. https://doi.org/10.1056/NEJM199101033240101.

68. Hansen S, Grabau DA, Sørensen FB, Bak M, Vach W, Rose C. The
prognostic value of angiogenesis by Chalkley counting in a
confirmatory study design on 836 breast cancer patients. Clin Cancer
Res. 2000;6(1):139–46.

69. Jacquemier JD, Penault-Llorca FM, Bertucci F, Sun ZZ, Houvenaeghel GF,
Geneix JA, et al. Angiogenesis as a prognostic marker in breast carcinoma
with conventional adjuvant chemotherapy: a multiparametric and
immunohistochemical analysis. J Pathol. 1998;184(2):130–5. https://doi.org/1
0.1002/(SICI)1096-9896(199802)184:2<130::AID-PATH19>3.0.CO;2-W.

70. Huang H. Matrix metalloproteinase-9 (MMP-9) as a cancer biomarker and
MMP-9 biosensors: recent advances. Sensors. 2018;18(10):3249. https://doi.
org/10.3390/s18103249.

71. Green WJ, Ball G, Hulman G, Johnson C, Van Schalwyk G, Ratan HL, et al.
KI67 and DLX2 predict increased risk of metastasis formation in prostate
cancer–a targeted molecular approach. Br J Cancer. 2016;115(2):236–42.
https://doi.org/10.1038/bjc.2016.169.

72. Vesely DL. Heart peptide hormones: adjunct and primary treatments of
cancer. Anticancer Res. 2016;36(11):5693–700. https://doi.org/10.21873/a
nticanres.11152.

73. Mahmoud SM, Paish EC, Powe DG, Macmillan RD, Grainge MJ, Lee AH, et al.
Tumor-infiltrating CD8+ lymphocytes predict clinical outcome in breast
cancer. J Clin Oncol. 2011;29(15):1949–55. https://doi.org/10.1200/JCO.2010.3
0.5037.

74. Wang W, Kryczek I, Dostál L, Lin H, Tan L, Zhao L, et al. Effector T cells
abrogate stroma-mediated chemoresistance in ovarian cancer. Cell. 2016;
165(5):1092–105. https://doi.org/10.1016/j.cell.2016.04.009.

75. Laghi L, Bianchi P, Miranda E, Balladore E, Pacetti V, Grizzi F, et al. CD3+ cells
at the invasive margin of deeply invading (pT3–T4) colorectal cancer and

Samadi et al. Journal of Biological Engineering           (2021) 15:20 Page 14 of 15

https://doi.org/10.1111/j.1365-2362.2010.02283.x
https://doi.org/10.2174/1381612823666170228124105
https://doi.org/10.2174/1381612823666170228124105
https://doi.org/10.4251/wjgo.v11.i9.686
https://doi.org/10.1530/ERC-13-0054
https://doi.org/10.2174/0929867321666140205140152
https://doi.org/10.2174/0929867321666140205140152
https://doi.org/10.1016/j.biopha.2021.111265
https://doi.org/10.1016/j.placenta.2020.02.019
https://doi.org/10.1038/35036374
https://doi.org/10.1083/jcb.200409115
https://doi.org/10.1083/jcb.200409115
https://doi.org/10.1038/nrm1911
https://doi.org/10.1038/nrm3176
https://doi.org/10.1007/s00262-018-2196-y
https://doi.org/10.1007/s00262-018-2196-y
https://doi.org/10.1016/j.humimm.2019.09.009
https://doi.org/10.3390/cancers11060842
https://doi.org/10.1111/sji.12736
https://doi.org/10.1089/jir.2018.0024
https://doi.org/10.1016/S0753-3322(01)00079-8
https://doi.org/10.1089/jir.2005.25.587
https://doi.org/10.1089/jir.2005.25.587
https://doi.org/10.1093/carcin/bgi113
https://doi.org/10.1093/carcin/bgi113
https://doi.org/10.4049/jimmunol.165.1.175
https://doi.org/10.4049/jimmunol.165.1.175
https://doi.org/10.1210/en.2006-0935
https://doi.org/10.1210/en.2006-0935
https://doi.org/10.1016/S0021-9258(18)68984-7
https://doi.org/10.1016/S0021-9258(18)68984-7
https://doi.org/10.1007/s00125-007-0614-3
https://doi.org/10.1007/s00125-007-0614-3
https://doi.org/10.1016/j.jaci.2004.05.028
https://doi.org/10.1056/NEJM199101033240101
https://doi.org/10.1002/(SICI)1096-9896(199802)184:2<130::AID-PATH19>3.0.CO;2-W
https://doi.org/10.1002/(SICI)1096-9896(199802)184:2<130::AID-PATH19>3.0.CO;2-W
https://doi.org/10.3390/s18103249
https://doi.org/10.3390/s18103249
https://doi.org/10.1038/bjc.2016.169
https://doi.org/10.21873/anticanres.11152
https://doi.org/10.21873/anticanres.11152
https://doi.org/10.1200/JCO.2010.30.5037
https://doi.org/10.1200/JCO.2010.30.5037
https://doi.org/10.1016/j.cell.2016.04.009


risk of post-surgical metastasis: a longitudinal study. Lancet Oncol. 2009;
10(9):877–84. https://doi.org/10.1016/S1470-2045(09)70186-X.

76. Galon J, Costes A, Sanchez-Cabo F, Kirilovsky A, Mlecnik B, Lagorce-Pagès C,
et al. Type, density, and location of immune cells within human colorectal
tumors predict clinical outcome. Science. 2006;313(5795):1960–4. https://doi.
org/10.1126/science.1129139.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Samadi et al. Journal of Biological Engineering           (2021) 15:20 Page 15 of 15

https://doi.org/10.1016/S1470-2045(09)70186-X
https://doi.org/10.1126/science.1129139
https://doi.org/10.1126/science.1129139

	Abstract
	Introduction
	Material and method
	Ethics statement concerning animal work
	Development of plasmid constructs
	Transformation of the cardiac peptide/GFP expressing plasmid DNA (pET-CP/GFP)
	Toxicity of bacterial secreted cardiac protein on breast cancer cell line
	Annexin V-FITC/7-aminoactinomycin D (7-AAD) flow cytometry
	In vivo breast cancer tumor model
	Cytokine/chemokine profile measurement by multiplex enzyme linked immunosorbent assay (ELISA) array
	Histological observations and biodistribution of bacteria in normal and tumor tissues
	In vivo fluorescence reflectance imaging
	IHC and histological examination
	Statistical analysis

	Results
	Design of construct and expression of cardiac peptides and GFP
	Anti-proliferative and pro-apoptotic effects of bacteria secreted cardiac peptides
	Preferential colonization of E. coli BW25113 within tumor
	Confirming hypoxia-activated expression of cardiac peptides following tumor specific accumulation of E. coli Bw25113 using in�vivo fluorescence reflectance imaging
	Tumor growth suppression potency of bacteria expressing cardiac protein
	Alteration in pro-inflammatory cytokine profile
	Immunohistochemistry, quantification of micro-vessel density and H&E staining results

	Discussion
	Acknowledgements
	Authors’ contributions
	Funding
	Availability of data and materials
	Declarations
	Ethics approval and consent to participate
	Consent for publication
	Competing interests
	Author details
	References
	Publisher’s Note



